Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.039; wR factor = 0.109; data-to-parameter ratio = 13.4.
The V-shaped propeller-like molecule of the title compound, C 29 H 24 O 4 , does not exhibit crystallographic twofold symmetry as the two benzene rings are twisted asymmetrically with respect to both the central propyl plane and the benzoyloxy groups [4.6 (2), 43.6 (2) and 45.07 (8), 69.50 (8) ]. In the crystal structure, centrosymmetrically related molecules form a dimer through C-HÁ Á Á intermolecular interactions.
Related literature
For related literature, see: Perez & Scaringe (1987) ; Toda et al. (1988) ; Bocelli & Cantoni (1989) ; Casarini et al. (1995) ; Williams (1966) . For bond-length data, see: Allen et al. (1987) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). nd that between the C10-C15 and C24-C29 planes is 69.50 (8)°.
In the crystal, the centrosymmetrically related molecules form a dimeric pair through C-H···π intermolecular interactions involving the C26-H26 group and the C10-C15 benzene ring (centroid Cg1) ( Table 1) .
Bisphenol A (500 mg, 2.19 mmol) was dissolved in an aqueous solution (3.0 ml) of 2 M sodium hydroxide (6 mmol) and benzoyl chloride (508 µL, 616 mg, 4.38 mmol) was added to it. The reaction mixture was vigorously shaken for 20 min.
The resulting white solid was filtered and rinsed with cold methanol and dried. Single crystals of the title compound were obtained by slow evaporation of a toluene solution.
Refinement
H atoms were placed in calculated positions and included in the refinement using the riding-model approximation, with C-H distances of 0.93 Å for phenyl and 0.96 Å for methyl groups, and with U iso (H) = 1.2U eq (C) or 1.2U eq (C methyl ). A rotating group model was used for the methyl groups. Figures   Fig. 1 . The molecular structure of the title compound, showing the atomic numbering scheme. Displacement ellipsoids are drawn at the 30% probability level and H atoms are shown as small spheres of arbitrary radius. Primary atom site location: structure-invariant direct methods Extinction correction: none 
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